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Im Rahmen dieser Eignungspriifung nachstehende Leistungen im Unterauftrag
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As part of the present proficency test the following services were subcontracted:
Qualitative verification of the PT-parameters

Die Teilnehmerergebnisse sind im EP-Bericht in anonymisierter Form mit
Auswertenummern benannt. Daten einzelner Teilnehmer werden ausschlie3lich
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1. Introduction

The participation in proficiency testing schemes is an essential element
of the quality-management-system of every laboratory testing food and
feed, <cosmetics and food contact materials. The implementation of
proficiency tests enables the participating laboratories to prove their
own analytical competence under realistic conditions. At the same time
they receive valuable data regarding the verification and/or wvalidation
of the particular testing method [1, 5].

The purpose of DLA is to offer proficiency tests for selected parameters
in concentrations with practical relevance.

Realisation and evaluation of the present proficiency test follows the
technical requirements of DIN EN ISO/IEC 17043 (2010) and DIN 1ISO
13528:2009 / ISO 13528:2015 [2, 3].

2. Realisation

2.1 Test material

Four different PT samples with possible contents of buffalo milk and
cow's milk in the matrix mozzarella and cow's milk, sheep's milk and
goat's milk in the matrix herder cheese were provided for qualitative
determination. The parameters were present in the respective milk product
matrix with contents of 9 - 13%.

The raw materials for the animal species used were commercial herder
cheese and mozzarella preparations, each made exclusively from the milk
of one animal species. The corresponding quantitative amounts of raw ma-
terials for each sample (see Table 1) were minced using a cutter, mixed
thoroughly and stirred until a creamy, homogeneous mixture was obtained.
The samples were lyophilized and then again minced and homogenized. The
samples were filled into plastic containers in portions of about 25 g.

Table 1: Contents (in %) of the respective animal species in the herder
cheese samples (1-2) and mozzarella samples (3-4).

Ingredients* Sample 1 Sample 2 Sample 3.1 Sample 4
Cow's milk herder cheese po(sgi].i;i)ve po(ssi71:%:i.)ve negative negative
Goat's milk herder cheese negative po(sli3t%i)ve negative negative
Sheep's milk herder cheese poiégive negative negative negative
Cow's milk mozzarella negative negative po(saigt%i)ve po(slilt%i)ve
Buffalo milk mozzarella negative negative po(slilt;i)ve po(seigt;i)ve

*Animal species contents of ,food item"“ as indicated in the column of 1ingredients according
gravimetric mixing

Note: The metrological traceability of temperature, mass and volume during production of the PT
samples is ensured by DAkkS calibrated reference materials.
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The identification of the respective animal species in the samples was
carried out using the DNA-based LCD array kit MEAT 5.0 (Chipron GmbH) and
corresponds to the spiking of the LVU samples 1-4 (see Tab. 2).

Table 2: Verification of detectability of the present animal species by
LCD Array Kit MEAT 5.0 (Chipron GmbH)

: LCD-Array
(Ch'pmn Kit MEAT 5.0%

Sample 1 Sample 2 Sample 3 Sample 4

Rind / Cattle positive positive positive positive
Ziege / Goat negative positive negative negative
Schaf / Sheep positive negative negative negative

Wasserbiiffel / Water Buffalo | negative negative positive positive
*LCD-Array Kit MEAT 5.0 Limit of Detection: 0.5% (w/w)

2.1.2 Stability

A water activity (ay) of < 0,5 is an important factor to ensure the sta-
bility of dry or dried products during storage. Optimum conditions for
storage is the ay value range of 0,15 - 0,3. In this range the lowest
possible degradation rate is to be expected [1l6].

The experience with wvarious DLA test materials showed good storage sta-
bility with respect to the durability of the sample (spoilage) and the
content of the PT parameters for comparable food matrices and water
activity (ay value <0,5).

The ay value of the PT samples was approx. 0,31 - 0,35 (21-22°C). The
stability of the sample material was thus ensured during the investiga-
tion period under the specified storage conditions.
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2.2 Sample shipment and information to the test

The portions of the test materials (sample 1 to 4) were sent to every
participating laboratory in the 29*" week of 2020. The testing method was
optional. The tests should be finished at September 25% 2020 the latest.

With the cover letter along with the sample shipment the following
information was given to participants:

There are 4 different samples possibly containing Buffalo and Cow's Milk
(in the matrix of Mozzarella) and Cow's, Sheep's and Goat's Milk (in the
matrix of Herder Cheese).The parameters are contained in the related
matrix with amounts of 5 - 20%.

Analytical methods for determination are optional. The evaluation of
results 1is strictly qualitative (positive / negative).

Note: Samples should be stored refrigerated (2-10 °C) upon arrival.
Before analysis, the entire sample quantity should be homogenized, since
components such as fat can separate during the production/processing of

the samples.

Please note the attached information on the proficiency test.
(see documentation, section 5.2 Information on the PT)

2.3 Submission of results

The participants submitted their results in standard forms, which have
been sent by email or were available on our website. The results given as
positive/negative were evaluated.

Queried and documented were the indicated results and details of the test
methods 1like specificities, test kit manufacturer and hints about the
procedure.

In case participants submitted several results for the same parameter ob-
tained by different methods these results were evaluated with the same
evaluation number with a letter as a suffix and indication of the related
method.

17 of 18 participants submitted at least one result in time. One
participant did not submit any results.
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3. Evaluation

Different protein-based methods (e.g. isocelectric focusing, ELISA) and
DNA-based methods for the determination of animal species in foods are
eventually using different pH-gradients, antibodies and target-DNA, are
usually calibrated with different reference materials and may utilize
differing extraction methods. Among others this can induce different
valuation of the presence and/or content of the analyte. Furthermore,
matrix and/or processing as well as storage and maturing time (for
cheese) can strongly influence the detectability of animal species [19].

3.1 Agreement with consensus values from participants

The qualitative evaluation of the protein and DNA-based results of each
participant was based on the agreement of the indicated results (positive
or negative) with the consensus values from participants. A consensus
value 1is determined if 2 75% positive or negative results are available
for a parameter.

The assessment will be in the form that the number of matching results
followed by the number of samples for which a consensus value was
obtained is indicated. Behind that the agreement is expressed as the
percentage in parentheses.

3.2 Agreement with spiking of samples

The qualitative evaluation of the protein and DNA-based results of each
participant was based on the agreement of the indicated results (positive
or negative) with the spiking of the four PT-samples.

The assessment will be in the form that the number of matching results
followed by the number of samples is indicated. Behind that the agreement
is expressed as the percentage in parentheses.
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4. Results

All following tables are anonymized. With the delivering of the
evaluation-report the participants are informed about their individual
evaluation-number.

The qualitative evaluation is carried out for each parameter for protein
and DNA-based methods separately.

The participant results and evaluation are tabulated as follows:

Evaluation |Sample 1|Sample 2| Sample 3|Sample 4| Qualitative | Qualitative Method Remarks
number Valuation Valuation
pos/neg pos/neg pos/neg pos/neg > ‘;:It:e ol ofsa::'es

Sample 1 |Sample 2| Sample 3|Sample 4

Number positive

Number negative

Percent positive

Percent negative

Consensus value

Spiking
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4.1 Proficiency Test Buffalo Milk Cheese

4.1.1 DNA-based Results:

Buffalo

Qualitative wvaluation of results

Evaluation | Sample 1 | Sample 2 | Sample 3 | Sample 4 | Qualitative | Qualitative Method Remarks
number Valuation Valuation
pos/neg pos/neg pos/neg pos/neg ;‘;’:;';ﬁ':v"::e s.:f.’,:ﬂ;";:;‘a

1 negative negative positive positive 4/4 (100%) 4/4 (100%) CcP

2 negative negative positive positive 4/4 (100%) 4/4 (100%) CcP

8 negative negative positive positive 4/4 (100%) 4/4 (100%) CP

11 negative negative positive positive 4/4 (100%) 4/4 (100%) RF

15 negative negative positive positive 4/4 (100%) 4/4 (100%) RF

4 negative negative positive positive 4/4 (100%) 4/4 (100%) SFAID

13 negative negative positive positive 4/4 (100%) 4/4 (100%) SGS

17 negative negative positive positive 4/4 (100%) 4/4 (100%) SGS

6 negative negative positive positive 4/4 (100%) 4/4 (100%) div

7 negative negative positive positive 4/4 (100%) 4/4 (100%) div

14 positive positive 2/2 (100%) 2/2 (100%) div

Sample 1 | Sample 2 | Sample 3 | Sample 4 Methods:

Number positive 0 0 11 11 CP = Chipron LCD Array Kit MEAT 5.0
Number negative 10 10 0 0 RF= RapidFinder™ ID Kit, ThermoFisher
Percent positive 0 0 100 100 SFA-ID= SureFood Animal ID, R-Biopharm / Congen
Percent negative 100 100 0 0 SGS=SGS™ All Species ID MEAT DNA Analyser Kit, ThermoFisher
Consensus value | negative negative positive positive div = not indicated / other method
Spiking negative negative positive positive

Comments:
The consensus values of results are in qualitative agreement with the
spiking of sample 3 (11% buffalo milk mozzarella) and sample 4 (89% buf-
falo milk mozzarella).

All participants obtained positive results for samples 3 and 4.
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4.1.2 Protein-based Results:

Buffalo

Qualitative wvaluation of results

Evaluation | Sample 1 | Sample 2 | Sample 3 | Sample 4 | Qualitative | Qualitative Method Remarks
number Valuation Valuation
pos/neg pos/neg pos/neg pos/neg Mme"‘v"::;'e s;:z':;':f';mh
9 positive 1/1 (100%) 1/1 (100%) MAL'aIéTOF-
12 negative negative negative positive 1/1 (100%) 3/4 (75%) MAL'\E/)IISTO
Sample 1 | Sample 2 | Sample 3 | Sample 4 Methods:
Number positive 0 0 0 2 MALDITOF-MS= Matrix Assisted Laser Desorption lonization —
Number negative 1 1 1 0 Time of Flight Mass Spectrometry
Percent positive 0 0 0 100
Percent negative 100 100 100 0
Consensus value none none none positive
Spiking negative negative positive positive
Comments:

The results of the two participants

the spiking of sample 4 (89% buffalo milk mozzarella).

For the lower spiked sample 3

12 obtained a negative result,
for sample 3.

No consensus values could be determined for samples 1-3,

result was available.

are 1in

qualitative agreement with

(11% buffalo milk mozzarella) participant

while participant 9 received no result

as only one
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4.2 Proficiency Test Cow's Milk Cheese

4.2.1 DNA-based Results: Cow

Qualitative wvaluation of results

Evaluation | Sample 1 | Sample 2 | Sample 3 | Sample 4 | Qualitative | Qualitative Method Remarks
number Valuation Valuation
pos/neg pos/neg pos/neg pos/neg mnmsus‘;’:,':e spikin, o,sa,':n:'es
positive positive positive positive 4/4 (100%) 4/4 (100%) CP
2 positive positive positive positive 4/4 (100%) 4/4 (100%) CP
8b positive positive positive positive 4/4 (100%) 4/4 (100%) CP
13a positive positive positive positive 4/4 (100%) 4/4 (100%) EF-ID
12 positive positive positive positive 4/4 (100%) 4/4 (100%) Gl-2
8a positive positive 2/2 (100%) 2/2 (100%) MS
11 positive positive positive positive 414 (100%) 4/4 (100%) RF
15 positive positive positive positive 4/4 (100%) 4/4 (100%) RF
3 positive positive positive positive 4/4 (100%) 4/4 (100%) SFA-4P
4 positive positive positive positive 4/4 (100%) 4/4 (100%) SFA-4P
16 positive positive positive positive 4/4 (100%) 4/4 (100%) SFA-4P
13b positive positive positive positive 4/4 (100%) 4/4 (100%) SGS
17 positive positive positive positive 4/4 (100%) 4/4 (100%) SGS
6 positive positive positive negative 3/4 (75%) 3/4 (75%) div
7 positive positive positive positive 4/4 (100%) 4/4 (100%) div
9 positive positive positive positive 4/4 (100%) 4/4 (100%) div
14 positive positive positive positive 4/4 (100%) 4/4 (100%) div Result Sample 4 is not secured
Sample 1 | Sample 2 | Sample 3 | Sample 4 Methods:
Number positive 17 17 16 15 CP = Chipron LCD Array Kit MEAT 5.0
Number negative 0 0 0 1 EF-ID= DNAnimal Ident IPC, Eurofins
Percent positive 100 100 100 94 Gl-2= GEN-IAL® First-duplex PCR kit
Percent negative 0 0 0 6 MS= Microsynth
Consensus value |  positive positive positive positive RF= RapidFinder™ ID Kit, ThermoFisher
Spiking positive positive positive positive SFA-4P= SureFood® ANIMAL ID 4plex, R-Biopharm / Congen

SGS=SGS™ All Species ID MEAT DNA Analyser Kit, ThermoFisher
div = not indicated / other method

Comments:

The consensus values of results are 1in qualitative agreement with the
spiking of the samples 1-2 (cow's milk herder cheese) and samples 3-4
(cow's milk mozzarella).

For the lower spiked sample 4 (11% cow's milk mozzarella) one
participant obtained a negative result with an unspecified method (div).



November 2020 DLA ptAUS3 (2020) - Animal Species-Screening III 15t Corr

4.2.2 Protein-based Results: Cow

Qualitative wvaluation of results

Evaluation | Sample 1 | Sample 2 | Sample 3 | Sample 4 | Qualitative | Qualitative Method Remarks
number Valuation Valuation
pos/neg pos/neg posineg posineg A“m'v';':e wﬁﬁmf’;ﬁ:;
14 positive positive positive positive 4/4 (100%) 4/4 (100%) EP
5 positive positive positive 3/3 (100%) 3/3 (100%) IEF No differentiation of buffalo/cow
. - - - ) o MALDI-
9 positive positive positive positive 4/4 (100%) 4/4 (100%) TOF-MS
- - - - MALDI-
4/4 (1009 4/4 (1009
12 positive positive positive positive (100%) (100%) TOE-MS
Sample 1 | Sample 2 | Sample 3 | Sample 4 Methods:
Number positive 4 4 4 3 EP = EuroProxima ELISA Bovine Mik
Number negative 0 0 0 0 IEF = Isoelektrische Fokussierung
Percent positive 100 100 100 100 MALDI-TOF-MS= Matrix Assisted Laser Desorption lonization —
Percent negative 0 0 0 0 Time of Flight Mass Spectrometry
Consensus value | positive positive positive positive
Spiking positive positive positive positive

Comments:

The consensus values of results are 1in qualitative agreement with the

spiking of the samples 1-2 (cow's milk herder cheese) and samples 3-4
(cow's milk mozzarella).

Participant 5 points out that a differentiation of buffalo and cow's
milk is not yet possible with the IEF method used.
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4.3 Proficiency Test Sheep's Milk Cheese

4.3.1 DNA-based Results: Sheep

Qualitative wvaluation of results

Evaluation | Sample 1 | Sample 2 | Sample 3| Sample 4 | Qualitative | Qualitative Method Remarks
number Valuation Valuation
pos/neg pos/neg pos/neg pos/neg ﬁrs:;':vv:::e s;%’:::f"s;f;;
positive negative negative negative 4/4 (100%) 4/4 (100%) CP
2 positive negative negative negative 4/4 (100%) 4/4 (100%) CcP
8b positive negative negative negative 4/4 (100%) 4/4 (100%) CP
12 positive negative negative negative 4/4 (100%) 4/4 (100%) Gl
8a positive 1/1 (100%) 1/1 (100%) MS
11 positive negative negative negative 4/4 (100%) 4/4 (100%) RF
15 positive negative negative negative 4/4 (100%) 4/4 (100%) RF
3 negative negative negative negative 3/4 (75%) 3/4 (75%) SFA-4P
4 positive | negative | negative | negative | 4/4(100%) 414 (100%) SFA4P QE o Springbok (Andorcas marsupiats)
16 positive negative negative negative 4/4 (100%) 4/4 (100%) SFA-4P
13 positive negative negative negative 4/4 (100%) 4/4 (100%) SGS
17 positive negative negative negative 4/4 (100%) 4/4 (100%) SGS
6 positive negative negative negative 4/4 (100%) 4/4 (100%) div
7 positive negative negative negative 414 (100%) 4/4 (100%) div
9 positive negative negative 3/3 (100%) 3/3 (100%) div
14 questionable div
Sample 1 | Sample 2 | Sample 3| Sample 4 Methods:
Number positive 14 0 0 0 CP = Chipron LCD Array Kit MEAT 5.0
Number negative 1 13 14 14 Gl= GEN-IAL® First-Meat PCR kit
Percent positive 93 0 0 0 MS = Microsynth
Percent negative 7 100 100 100 RF= RapidFinder™ ID Kit, ThermoFisher
Consensus value |  positive negative negative negative SFA-4P= SureFood® ANIMAL ID 4plex, R-Biopharm/ Congen
Spiking positive negative negative negative SGS=SGS™ All Species ID MEAT DNA Analyser Kit, ThermoFisher

div = not indicated / other method

Comments:
The consensus values of results are 1in qualitative agreement with the
spiking of the sample 1 (9% sheeps's milk herder cheese).

One participant received a negative result for sample 1 using the SFA-4P
method. Participant 14 could not get a clear result for the parameter
sheep in sample 1.
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4.3.2 Protein-based Results:

Sheep

Qualitative wvaluation of results

Comments:

The consensus values of the results for samples 1,

Evaluation | Sample 1 | Sample 2 | Sample 3 | Sample 4 | Qualitative | Qualitative Method Remarks
number Valuation Valuation
pos/neg pos/neg pos/neg pos/neg Agmw‘::‘:'e sm:;z‘:";:;?ss
5 positive negative | negative negative 3/3 (100%) 4/4 (100%) IEF
9 positive negative positive negative 3/3 (100%) 3/4 (75%) _I'_\gp":ljlalé traces of sheep's cheese
Sample 1 | Sample 2 | Sample 3 | Sample 4 Methods:
ber positi 2 0 1 0 IEF = Isoelektrische Fokussierung
Number negative 0 2 1 2 MALDITOF-MS= Matrix Assisted Laser Desorption lonization —
Percent positive 100 0 50 0 Time of Flight Mass Spectrometry
Percent negative 0 100 50 100
Consensus value | positive negative none negative
Spiking positive negative negative negative

2 and 4 are 1n

qualitative agreement with the spiking of the sample 1 (9% sheeps's milk

herder cheese).

For the unspiked sample 3 a postive and a negative result were obtained.
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4.4 Proficiency Test Goat's Milk Cheese

4.4.1 DNA-based Results: Goat

Qualitative wvaluation of results

Evaluation | Sample 1 | Sample 2 | Sample 3 | Sample 4 | Qualitative | Qualitative Method Remarks
number Valuation Valuation
pos/neg pos/neg pos/neg pos/neg Mmmemv':::e spﬁfir:;ff"s;f;'es
1 negative positive negative negative 4/4 (100%) 4/4 (100%) CP
2 negative positive negative negative 4/4 (100%) 4/4 (100%) CcP
8b negative positive negative negative 4/4 (100%) 4/4 (100%) CcP
12 negative positive negative negative 4/4 (100%) 414 (100%) Gl
8a positive 1/1 (100%) 1/1 (100%) MS
11 negative positive negative negative 4/4 (100%) 4/4 (100%) RF
15 negative positive negative negative 4/4 (100%) 4/4 (100%) RF
3 negative positive negative negative 4/4 (100%) 4/4 (100%) SFA-4P
4 negative positive negative negative 4/4 (100%) 4/4 (100%) SFA-4P
16 negative positive negative negative 4/4 (100%) 4/4 (100%) SFA-4P
13 negative positive negative negative 4/4 (100%) 4/4 (100%) SGS
17 negative positive negative negative 4/4 (100%) 4/4 (100%) SGS
6a negative positive negative negative 4/4 (100%) 4/4 (100%) div
6b negative positive negative negative 4/4 (100%) 4/4 (100%) div
7 negative positive negative negative 4/4 (100%) 4/4 (100%) div
9 negative positive negative negative 4/4 (100%) 414 (100%) div
14 positive 1/1 (100%) 1/1 (100%) div
Sample 1 | Sample 2 | Sample 3 | Sample 4 Methods:
Number positive 0 17 0 0 CP = Chipron LCD Array Kit MEAT 5.0
Number negative 15 0 15 15 Gl= GEN-IAL® First-Meat PCR kit
Percent positive 0 100 0 0 MS = Microsynth
Percent negative 100 0 100 100 RF= RapidFinder™ ID Kit, ThermoFisher
Consensus value | negative positive negative negative SFA-4P= SureFood® ANIMAL ID 4plex, R-Biopharm / Congen
Spiking negative positive negative negative SGS= SGS™ All Species ID MEAT DNA Analyser Kit, ThermoFisher

div = not indicated / other method

Comments:
The consensus values of results are 1in qualitative agreement with the
spiking of the sample 2 (13% goat's milk herder cheese).
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4.4.2 Protein-based Results:

Goat

Qualitative wvaluation of results

Comments:

Evaluation | Sample 1 | Sample 2 | Sample 3 | Sample 4 | Qualitative | Qualitative Method Remarks
number Valuation Valuation
pos/neg pos/neg pos/neg pos/neg ey | e
5 negative positive negative negative 414 (100%) IEF
Sample 1 | Sample 2 | Sample 3 | Sample 4 Methods:
Number positive 0 1 0 0 IEF = Isoelektrische Fokussierung
Number negative 1 0 1 1
Percent positive 0 100 0 0
Percent negative 100 0 100 100
Consensus value none none none none
Spiking negative positive negative negative

The results of participant 5 are in qualitative agreement with the spik-
as well as with the results of the DNA-based methods.

ing of sampl

e 2,
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4.5 Proficiency Test Cattle Detection
4.5.1 DNA-based Results: Cattle (Buffalo/ Cow)
Qualitative valuation of results
Evaluation | Sample 1 | Sample 2 | Sample 3 | Sample 4 | Qualitative | Qualitative Method Remarks
number Valuation Valuation
posineg pos/neg posineg pos/neg ‘gree"'e"‘:::‘:'e s;fif;";fm:'es
10 positive positive positive positive 4/4 (100%) div
Sample 1 | Sample 2 | Sample 3 | Sample 4 Methods:
Number positive 1 1 1 1 div = not indicated / other method
Number negative 0 0 0 0
Percent positive 100 100 100 100
Percent negative 0 0 0 0
Consensus value none none none none
Spiking positive positive positive positive
4.5.2 Protein-based Results: Cattle (Buffalo/ Cow)
Qualitative valuation of results
Evaluation | Sample 1 | Sample 2 | Sample 3 | Sample 4 | Qualitative | Qualitative Method Remarks
number Valuation Valuation
pos/neg posineg pos/neg pos/neg Agmm'::::e s;ﬂ',:'::m?es
- . . - o Testdoes notdiscriminate between milk
16 positive positive positive positive 414 (100%) EP from cattle and milk from buffalo
Sample 1 | Sample 2 | Sample 3 | Sample 4 Methods:
Number positive 1 1 1 1 EP = EuroProxima ELISA Bovine Cheese
Number negative 0 0 0 0
Percent positive 100 100 100 100
Percent negative 0 0 0 0
Consensus value none none none none
Spiking positive positive positive positive
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4.6 Proficiency Test Ruminant Detection

4.6.1 DNA-based Results:

Ruminant

Qualitative valuation of results

Evaluation | Sample 1 | Sample 2 | Sample 3 | Sample 4 | Qualitative | Qualitative Method Remarks
number Valuation Valuation
posineg pos/neg pos/neg pos/neg M'me"'::}:e s:igir:;':?::::'w
10 positive positive positive positive 4/4 (100%) div
Sample 1 | Sample 2 | Sample 3 | Sample 4 Methods:

Number positive 1 1 1 1 div = not indicated / other method
Number negative 0 0 0 0
Percent positive 100 100 100 100
Percent negative 0 0 0 0
Consensus value none none none none
Spiking positive positive positive positive
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5. Documentation

5.1 Details by the participants

Note:

Information given in German was translated by DLA

(without guarantee of correctness).

to the best of our knowledge

5.1.1 DNA-based Methods: Buffalo
Primary data
Meth. |Evaluation| Date of Result Result Result Result Limit of Limit of detection Method
Abbr. | number analysis |Sample 1/Sample 2/Sample 3|Sample 4| detection given as
qualitative | qualitative | qualitative | qualitative % e.g. food/ protein Test-Kit + Manufacturer
CP 1 28./29.07. | negative | negative | positive | positive 1% DNA Chipron
CP 2 negative | negative | positive | positive DNA Chip (Chipron)
CP negative | negative | positive | positive | 100-250 fg DNA ChlpronAI\r/IrZ’-,\'}l'(iE:.O Lep-
. n e - RapidFinder Water Buffalo
RF 11 4.9.20 negative | negative | positive | positive 0,1 DNA D Kit, Thermofisher
RF 15 negative | negative | positive | positive 2 DNA Imegen Rapid Finder
. . Lo - SureFood® Animal ID
SFA-ID 4 30.7.20 negative | negative | positive | positive 0,1 Food/ Meat Water Buffalo IAAC
. . L i All Species ID Meat DNA
SGS 13 negative | negative | positive | positive 0,05 Number of reads Anlyser Kit: SGS Molecular
. . . - All Species ID, SGS
SGS 17 negative | negative | positive | positive 0,3 DNA MOLECULAR
house method (conv.
PCR-RFLP using
div 6 13.8.20 negative | negative | positive | positive consensus primer primer
according to Meyer et
al.,1995)
div 7 30.7.20 negative | negative | positive | positive 1 DNA
Jirg Rentsch et al.; Eur
div 14 18.9.20 - - positive | positive 0,05 ng DNA/ PCR Food Res Technol (2013)
236:217-227

Other details to the Methods

Meth. |[Evaluation| Method-No. / Specifity Remarks to the Method Further Remarks
Abbr. | number Test-Kit No. (Extraction and Determination)
. Target-Sequence / | e.g. Extraction/ En es/ Clean-Up/ Real Time
LR s e ° —Dl\?A ¢ PCR/ Gel elze},crzrt]rophoresis/ gycles
mitochondrial 16S | Implementation according to kit instruction. but
cpP 1 A300-12 rRNA with only 30 PgCR cycles
CP 2
CP 8 A-500-04/-12 CTAB-Extraction
RF 11 N/A N/A GMO Extraction Kit, Real-time PCR
RF 15 DNA as per kit instructions
SFA-ID 4 S6117 Bubalus arnee SureFood® Prep Basic K01
Extraction with Macherey Nagel NucleoSpin
Food Kit, quantification with Qubit Assay, PCR
sGs 13 witr_1 All _Speci_es ID Kit, gel electrophoresis),
purification with AMPure xp magnetic beads,
next generation sequencing on lon Torrent
platform (lon Chef + lon S5)
SGS 17 Marchery-Nagel NucleoMag LOD 130 in 43320 pg
Extractions according to ASU §64LFGB L15.05-1
1. SDS / guanidinium chloride buffer with ProtK, LOD for matrices dairy
. urification using the Wizard kit from Promega; roducts/ cheeses not
div 6 oyt (359 bp) P 2.CTAB base?d with ProtK and glycogen;g concFI)usivervaIidated (missing
Convention. PCR with 35 cycles and control / reference materials)
subsequent restriction analysis
div 7
div 14 Wizard; real-time PCR not examined
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5.1.2 DNA-based Methods: Cow

Primary data

Meth. |Evaluation| Date of Result Result Result Result Limit of Limit of detection Method
Abbr. | number analysis |Sample 1/Sample 2|Sample 3|Sample 4| detection given as
qualitative | qualitative | qualitative | qualitative % e.g. food/ protein Test-Kit + Manufacturer
CP 1 28./29.07. | positive | positive | positive | positive 1% DNA Chipron
CP 2 positive | positive | positive | positive DNA Chip (Chipron)
CP 8b positive | positive | positive | positive | 100-250 fg DNA Ch'pron;r/':;Lﬁ'o LCD-
EF-ID 13a positive | positive | positive | positive 0,01 DNA DNAmm‘E' Ident Beef IPC:;
urofins
- . L - GEN-IAL®
Gl-2 12 14.8.20 positive | positive | positive | positive 0,01 DNA First-Cattle PCR Kit
MS 8a positive | positive AllMilch, Micros ynth
. . L - RapidFinder Beef ID Kit,
RF 1 4.9.20 positive | positive | positive | positive 0,1 DNA Thermofisher
RF 15 positive | positive | positive | positive 2 DNA Imegen Rapid Finder
SFA- » » » » Surefood ANIMAL ID
4P 3 22.7.20 positive | positive | positive | positive 0,05 Food Beef/Sheep/Goat (r-
biopharm)
SFA- . N » . SureFood® Animal ID
4P 4 30.7.20 positive | positive | positive | positive 0,1 Food/ Meat 4plex Beef/Sheep/
Goat+IAAC
SIPA' 16 23.9.20 | positive | positive | positive | positive 0,1 DNA 3ureggggs/;n£p:jgga?plex
SGS 13b positive | positive | positive | positive 0,05 Number of reads Aﬁl Ilyi‘a)rezli?;sslgSMl\iglte?:EQ .
. . Lo - All Species ID, SGS
SGS 17 positive | positive | positive | positive 0,3 DNA MOLECULAR
house method (conv.
PCR-RFLP using con-
div 6 18.8.20 positive | positive | positive | negative sensus primer-primer
according to Wolf et
al.,1999)
div 7 30.7.20 positive | positive | positive | positive 1 DNA
Rentsch et al; European
div 9 positive | positive | positive | positive 0,1 DNA Food Research and
Technology 2013
Jirg Rentsch et al.; Eur
div 14 18.9.20 positive | positive | positive | positive 0,05 ng DNA/ PCR Food Res Technol (2013)

236:217-228
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Other details to the Methods

Meth. |Evaluation| Method-No. / Specifit Remarks to the Method Further Remarks
Abbr. | number Test-Kit No. P y (Extraction and Determination)
. Target-Sequence / | e.g. Extraction/ En es/Clean-Up/ Real Time
N ARSI, ¢ —DNqA d PCR/ Gel elzg::r:rophoresis/ (gycles
mitochondrial 16S |Implementation according to kit instructions, but
cP 1 A-300-13 rRNA with only 30 PCR cycles
CP 2
CP 8b A-500-04/-12 CTAB-Extraction
EF-ID 13a 5422220610
the cattle (bos taurus)
specific region of the
GI-2 12 Art.No.: PHC . cyclichMP Real time PCR,
phosphodiesterase-
gene (102bp)
MS 8a 1217 CTAB
RF 11 N/A N/A GMO Extraction Kit, Real-time PCR
RF 15 DNA as per kit instructions
SFA- . .
4P 3 S6121 DNA Extraction, clean up, enzymes, real time PCR
SFA- .
4P 4 S6121 Bos taurus SureFood® Prep Basic K01
S;f- 16 86121620:5;?"]9 ® Dneays Mericon Food, 35 cycles
Extraction with Macherey Nagel NucleoSpin
Food Kit, quantification with Qubit Assay, PCR
sSGS 13b with All .Speci'es ID Kit, gel electrophoresis),
purification with AMPure xp magnetic beads,
next generation sequencing on lon Torrent
platform (lon Chef + lon S5)
Result Sample 4 is not
SGS 17 Marchery-Nagel NucleoMag
secured
Extractions according to ASU § 64 LFGB L
15.05-1 . .
1. SDS / guanidinium chloride buffer with ProtK, HepiErmeliess CEly
div 6 cytb (464 bp) purification using the Wizard kit from Promega; proQucts/ c_heeses n9t .
. conclusively validated (missing
2 G bgsed iR P."OtK and glycogen; control / reference materials)
Convention. PCR with 40 cycles and
subsequent restriction analysis
div 7
div 9 M&N Food Kit. Quantinova Mastermix
div 14 Wizard; Real-time PCR
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5.1.3 DNA-based Methods: Sheep
Primary data
Meth. | Evaluation| Date of Result Result Result Result Limit of | Limit of detection Method
Abbr. | number analysis [Sample 1/Sample 2|Sample 3|Sample 4| detection given as
qualitative | qualitative | qualitative | qualitative % e.g. food/ protein Test-Kit + Manufacturer
CP 1 28./29.07. | positive | negative | negative | negative 1% DNA Chipron
CP 2 positive | negative | negative | negative DNA Chip (Chipron)
cP 8b positive | negative | negative | negative | 100-250 fg DNA Chipron A"r";ﬂ(ﬁ'o LCD-
. . . . GEN-IAL®
Gl 12 14.8.20 positive | negative | negative | negative 0,01 DNA First-Sheep PCR Kit
MS 8a positive AllMilch, Microsynth
" . . . RapidFinder Sheep ID Kit,
RF 11 4.9.20 positive | negative | negative | negative 0,1 DNA T
RF 15 positive | negative | negative | negative 2 DNA Imegen Rapid Finder
SFA- Surefood ANIMAL ID
4P 3 22.7.20 negative | negative | negative | negative 0,05 Food Beef/Sheep/Goat (r-
biopharm)
SFA- SureFood® Animal ID
4P 4 11.8.20 positive | negative | negative | negative 0,1 Food/ Meat 4plex
Beef/Sheep/Goat+IAAC
SFA- . . . . SureFood Animal ID 4plex
4P 16 23.9.20 positive | negative | negative | negative 0,1 DNA Beef/Sheep/Goat
" . . . All Species ID Meat DNA
SGS 13 positive | negative | negative | negative 0,05 Number of reads Anlyser Kit: SGS Molecular
. . . . All Species ID, SGS
SGS 17 positive | negative | negative | negative 0,3 DNA MOLECULAR
house method (conv.
PCR-RFLP using
div 6 18.8.20 positive | negative | negative | negative consensus primer-primer
according to Wolf et
al.,1999)
div 7 30.7.20 positive | negative | negative | negative 1 DNA
Rentsch et al; European
div 9 positive - negative | negative | 0,000002 DNA Food Research and
Technology 2013
questio- Jirg Rentsch etal.; Eur
div 14 18.9.20 bl - - - 0,05 ng DNA/ PCR Food Res Technol (2013)
nable 236:217-229
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Other details to the Methods

Meth. |Evaluation| Method-No. / Specifity Remarks to the Method Further Remarks
Abbr. | number Test-Kit No. (Extraction and Determination)
. Target-Sequence / | e.g. Extraction/ En es/ Clean-Up/ Real Time
PN H AN, ° -DNqA ¢ PCR/ Gel elzg::Tt]rophoresis/ gycles
mitochondrial 16S | Implementation according to kit instructions, but
cpP 1 A-300-14 rRNA i with only 30 F?CR cycles
CP 2
CP 8b A-500-04/-12 CTAB-Extraction
the sheep (ovis aries)
al 12 Art.No.:PHsp | Specificcyclic GMP Real time PCR,
phosphodiesterase-
gene (97bp)
MS 8a 1217 CTAB
RF 11 N/A N/A GMO Extraction Kit, Real-time PCR
RF 15 DNA as per kit instructions
S;;A- 3 S6121 DNA Extraction, clean up, enzymes, real time PCR
S;?_ 4 S6121 Ovis aries SureFood® Prep Basic Qlinf::Ssupg:gﬁ:)o:ééi}:[d;(;ias
S:PA' 16 se1 21;;?5;?'”9 e Dneay s Mericon Food, 35 cycles
Extraction with Macherey Nagel NucleoSpin
Food Kit, quantification with Qubit Assay, PCR
SGS 13 with Al lSpeciles ID Kit, gel electrophoresis),
purification with AMPure xp magnetic beads,
next generation sequencing on lon Torrent
platform (lon Chef + lon S5)
SGS 17 Marchery-Nagel NucleoMag
Extractions according to ASU § 64 LFGB L
15.05-1 . .
1. SDS / guanidinium chloride buffer with ProtK, LOD for matrices dairy
div 6 cytb (464 bp) purification using the Wizard kit from Promega; proqucts/cheeses npt .
i . conclusively validated (missing
2.CTAB b"."sed with P.FOtK and glycogen; control / reference materials)
Convention. PCR with 40 cycles and
subsequent restriction analysis
div 7
div 9 M&N Food Kit. Quantinova Mastermix
div 14 Wizard; Real-time PCR
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5.1.4 DNA-based Methods: Goat
Primary data
Meth. |Evaluation| Date of Result Result Result Result Limit of | Limit of detection Method
Abbr. | number | analysis |Sample 1/Sample 2/Sample 3|Sample 4| detection given as
qualitative | qualitative | qualitative | qualitative % e.g. food/ protein Test-Kit + Manufacturer
CP 1 28./29.07. | negative | positive | negative | negative 1% DNA Chipron
CP 2 negative | positive | negative | negative DNA Chip (Chipron)
cp 8b negative | positive | negative | negative | 100-250 fg DNA Chipron A":';’;Lﬁ-o LCD-
. . . . GEN-IAL®
Gl 12 14.8.20 | negative | positive | negative | negative 0,01 DNA First-Goat PCR Kit
MS 8a positive AllMilch, Microsynth
. . . . RapidFinder Goat ID Kit,
RF 11 4.9.20 negative | positive | negative | negative 0,1 DNA Thermofisher
RF 15 negative | positive | negative | negative 2 DNA Imegen Rapid Finder
SFA- Surefood ANIMAL ID
4P 3 22.7.20 negative | positive | negative | negative 0,05 Food Beef/Sheep/Goat (r-
biopharm)
SFA- SureFood® Animal ID
4P 4 30.7.20 negative | positive | negative | negative 0,1 Food/ Meat 4plex
Beef/lSheep/Goat+IAAC
SFA- . - . . SureFood Animal ID 4plex
4p 16 23.9.20 | negative | positive | negative | negative 0,1 DNA Beef/Sheep/Goat
. e . . All Species ID Meat DNA
SGS 13 negative | positive | negative | negative 0,05 Number of reads Anlyser Kit. SGS Molecular
. . . . All Species ID, SGS
SGS 17 negative | positive | negative | negative 0,3 DNA MOLECULAR
house method (conv.
PCR-RFLP using
div 6a 18.8.20 | negative | positive | negative | negative consensus primer-primer
according to Wolf et
al.,1999)
house method (conv.
I . . . . PCRusing species-
div 6b 11.8.20 | negative | positie | negative | negative specific primers Atmann
etal.,2003)
div 7 30.7.20 negative | positive | negative | negative 1 DNA
Rentsch et al; European
div 9 negative | positive | negative | negative | 0,000005 DNA Food Research and
Technology 2013
Jirg Rentsch etal.; Eur
div 14 18.9.20 - positive - - 0,05 ng DNA/ PCR Food Res Technol (2013)

236:217-230
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Other details to the Methods

Meth. | Evaluation| Method-No./ Remarks to the Method

Abbr. | number Test-Kit No. Specifity (Extraction and Determination) Further Remarks

Article-No /ASU-No. Target-Sequence / | e.g. Extraction/ Enzymes/ Clean-Up/ Real Time

-DNA PCR/ Gel electrophoresis/ Cycles
~ mitochondrial 16S | Implementation according to kit instructions, but
cP 1 A300-15 rRNA with only 30 PCR cycles
CP 2
CP 8b A-500-04/-12 CTAB-Extraction
X goat (capra) specific
Gl 12 (i NDS 1PHIE GMP phosphodies- Real time PCR,
terase -gene (96bp)
MS 8a 1217 CTAB
RF 11 N/A N/A GMO Extraction Kit, Real-time PCR
RF 15 DNA as per kitinstructions
S;f‘_ 3 S6121 DNA Extraction, clean up, enzymes, real time PCR
SFA- . ’
4P 4 S6121 Capra hircus SureFood® Prep Basic KO1
84'_:?_ 16 SGlil‘léi?uenrgaB Dneays Mericon Food, 35 cycles

Extraction with Macherey Nagel NucleoSpin
Food Kit, quantification with Qubit Assay, PCR
sGs 13 with All Species ID Kit, gel electrophoresis),
purification with AMPure xp magnetic beads,

next generation sequencing on lon Torrent

platform (lon Chef + lon S5)

SGS 17 Marchery-Nagel NucleoMag
Extractions according to ASU § 64 LFGB L
15.05-1 . .
1. SDS / guanidinium chloride buffer with ProtK, Lg?j:‘ztrsr;‘f;:‘;ii:?z
div 6a cytb (464 bp) purification using the Wizard kit from Promega; p

conclusively validated (missing

2. CTAB based with ProtK and glycogen; control / reference materials)

Convention. PCR with 40 cycles and
subsequent restriction analysis

Extractions according to ASU § 64 LFGB L

15.05-1 LOD for matrices dairy
. . 1. SDS / guanidinium chloride buffer with ProtK, roducts/cheeses not
div 6b beta-casein (161 bp) puriﬁcati?)n using the Wizard kit from Promega; conc?usivelyvalidated (missing
2. CTAB based with ProtK and glycogen; control / reference materials)
Convention. PCR with 33 cycles
div 7
div 9 M&N Food Kit. Quantinova Mastermix

div 14 Wizard; real-time PCR
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5.1.5 DNA-based Methods: Ruminant Detection

Primary data

Meth. | Evaluation| Date of Result | Result | Result | Result Limit of | Limit of detection Method
Abbr. | number | analysis [Sample 1/Sample 2/Sample 3|Sample 4| detection given as

qualitative | qualitative | qualitative | qualitative % e.g. food/ protein Test-Kit + Manufacturer
div 10 27.7.20 positive | positive | positive | positive

Other details to the Methods

Meth. |Evaluation| Method-No. / Remarks to the Method

Abbr. | number Test-Kit No. Specifity (Extraction and Determination) Further Remarks

S J Target-Sequence / | e.g. Extraction/ Enzymes/ Clean-Up/ Real Time
AREEANRA SN, -DNA PCR/ Gel electrophoresis/ Cycles

div 10 in accordance with Regulation (EU) No. 51/2013

5.1.6 DNA-based Methods: Cattle (Buffalo/ Cow)

Primary data

Meth. | Evaluation| Date of Result Result Result Result Limit of Limit of detection Method
Abbr. | number analysis |Sample 1/Sample 2/Sample 3/Sample 4| detection given as
qualitative | qualitative | qualitative | qualitative % e.g. food/ protein Test-Kit + Manufacturer
10 div 27.7.20 positive | positive | positive | positive

Other details to the Methods

Meth. |Evaluation| Method-No. / Specifity Remarks to the Method
Abbr. | number Test-Kit No. P (Extraction and Determination)

. N Target-Sequence / | e.g. Extraction/ Enzymes/ Clean-Up/ Real Time
AiiEE-NB LN -DNA PCR/ Gel electrophoresis/ Cycles

Further Remarks

div 10 realtime PCR own method

5.1.7 Protein-based Methods: Buffalo

Primary data

Meth. |Evaluation| Date of Result Result Result Result Limit of Limit of detection Method
Abbr. number analysis |Sample 1/Sample 2|Sample 3|Sample 4| detection given as
qualitative | qualitative | qualitative | qualitative % e.g. food/ protein Test-Kit + Manufacturer
MALDI- .
TOF-MS 9 - - - positive n.a.
MALDI- . . . . .
TOF-MS 12 13.8.20 negative | negative | negative | positive 5 Protein

Other details to the Methods

Meth. |[Evaluation| Method-No./ Specifit Remarks to the Method Further Remarks
Abbr. number Test-Kit No. P Yy (Extraction and Determination)
Article-No./ASU-No. Antibody e.g. Extractionbuffer / Time / Temperature
Processing with organic solvents, recording of http://maldi-tof-ms-user-
MAL DI- the entire spectrum on the MALDI-TOF. platform.ua-
TOF-MS 9 Fingerprinting Evaluation of the fingerprint using your own bw.de/docs/CVUAS_Stoll_Rau
database + individual spectrum analysis for |_Tierarten_ MALDITOFMS_201
evidence of traces 50914 .pdf
MALDI- 12 Maldi Tof MS; Biotyper microflex LT / SH, Bruker
TOF-MS with self-created database entries
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Cow
Primary data
Meth. |Evaluation| Date of Result Result Result Result Limit of Limit of detection Method
Abbr. number analysis |Sample 1/Sample 2|Sample 3|Sample 4| detection given as
qualitative | qualitative | qualitative | qualitative % e.g. food/ protein Test-Kit + Manufacturer
. . . . . EuroProxima Milk
EP 14 7.8.20 positive positive positive positive 10 Protein Fraud/Bovine ELISA
IEF, ready-made gel
. e . plates from Serva
IEF 5 positive positive positive - 2 (Precotes pH 3-10 and pH
4-6)
MALDI- Lo . . . MALDI-TOF-MS with
TOF-MS 9 positive positive positive positive 0,1 Food single spectrum analysis
MALDI- e - - ™ .
TOF-MS 12 13.8.20 positive positive positive positive 5 Protein

Other details to the Methods

Meth. |Evaluation Method-No. / Specifity Remarks to the Method Further Remarks
Abbr. number Test-Kit No. P (Extraction and Determination)
Article-No./ASU-No. Antibody e.g. Extractionbuffer / Time / Temperature
EP 14 5171BKCM kappa-Casein
\EF No distinction between buffalo/
cow
Processing with organic solvents, recording of http://maldi-tof-ms-user-
MALDI- the entire spectrum on the MALDI-TOF. platform.ua-
TOF-MS 9 Fingerprinting Evaluation of the fingerprint using your own bw.de/docs/CVUAS_Stoll_Rau
h database + individual spectrum analysis for |_Tierarten_ MALDITOFMS_201
evidence of traces 50914 .pdf

MALDI- 12 Maldi Tof MS; Biotyper microflex LT / SH, Bruker

TOF-MS with self-created database entries
5.1.9 Protein-based Methods: Sheep
Primary data
Meth. |Evaluation| Date of Result Result Result Result Limit of Limit of detection

! . X Method
Abbr. number | analysis |[Sample 1/Sample 2|Sample 3|Sample 4| detection given as
qualitative | qualitative | qualitative | qualitative % e.g. food/ protein Test-Kit + Manufacturer
IEF, ready-made gel
. . . . plates from Serva
IEF 5 positive negative | negative | negative 5 (Precotes pH 3-10 and pH
4-6)
MALDI- i . - . MALDI-TOF-MS with
TOF-MS 9 positive negative positive negative n.a. Food

Other details

to the Methods

single spectrum analysis

Remarks to the Method
(Extraction and Determination)

Further Remarks

e.g. Extractionbuffer / Time / Temperature

Meth. |Evaluation| Method-No. / Specifity
Abbr. number Test-Kit No. P
Article-No./ASU-No. Antibody
IEF 5
MALDI- " .
TOF-MS 9 Fingerprinting

Processing with organic solvents, recording of
the entire spectrum on the MALDI-TOF.
Evaluation of the fingerprint using your own
database + individual spectrum analysis for

evidence of evidence

Traces of sheep cheese
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5.1.10 Protein-based Methods: Goat

Primary data

Meth. | Evaluation Date of Result Result Result Result Limit of Limit of detection Method
Abbr. number analysis |Sample 1/Sample 2|Sample 3|Sample 4| detection given as
qualitative | qualitative | qualitative | qualitative % e.g. food/ protein Test-Kit + Manufacturer

IEF, ready-made gel

. L . . plates from Serva
IEF 5 negative | positive | negative | negative 5 (Precotes pH 3-10 and pH

4-6)

Other details to the Methods

Meth. |Evaluation| Method-No. / Remarks to the Method

Abbr. | number Test-Kit No. Specifity (Extraction and Determination) Further Remarks

Article-No./ASU-No. Antibody e.g. Extractionbuffer / Time / Temperature

IEF 5

5.1.11 Protein-based Methods: Cattle (Buffalo/ Cow)

Primary data

Meth. | Evaluation| Date of Result Result Result Result Limit of Limit of detection Method
Abbr. | number analysis |Sample 1/Sample 2|Sample 3|Sample 4| detection given as
qualitative | qualitative | qualitative | qualitative % e.g. food/ protein Test-Kit + Manufacturer
EP 16 positive | positive | positive | positive 1 Cow's milk / cheese |EuroProxima R-Biopharm

Other details to the Methods

Meth. | Evaluation Method-No. / Specifity Remarks to the Method Further Remarks
Abbr. number Test-Kit No. P (Extraction and Determination)
Article-No./ASU-No. Antibody e.g. Extractionbuffer / Time / Temperature
5171BKCC, (Test cannot differentiate

EP 16 according to bo“”eé::éﬁ;kappa Charge VN5962 between milk from beef and

manual milk from buffalo)




November 2020 DLA ptAUS3 (2020) - Animal Species-Screening III 1%t Corr

5.2 Information on the Proficiency Test (PT)

Before the PT the participants received the following information in the

sample cover letter:

PT number
PT name

Sample matrix

Number of samples and
sample amount

Storage
Intentional use

Parameter

Methods of analysis

Notes to analysis

Result sheet

Units
Number of digits
Result submission

Last Deadline
Evaluation report

Coordinator and contact
person of PT

DLA ptAUS3 (2020)

Animal Species-Screening Ill — 4 Samples qualitative: Buffalo,
Cow's, Sheep's and Goat's Milk in Dairy Product (Mozzarella and
Herder Cheese, freeze-dried Mixtures)

Samples 1-2: Herder Cheese (freeze-dried)
Samples 3-4: Mozzarella (freeze-dried)

4 different Samples 1-4: 25 g each

Samples 1-4: cooled 2 - 10°C (long term frozen < -18°C)
Laboratory use only (quality control samples)

Qualitative: Qualitative: Buffalo, Cow's, Sheep's and Goat's Milk
Samples 1-4: appr. 5-20%

The analytical methods are optional

The analysis of PT samples should be performed like a routine
laboratory analysis.

In general we recommend to homogenize a representative sample
amount before analysis according to good laboratory practice,
especially in case of low sample weights.

One result each should be determined for Samples 1-4.
The results should be filled in the result submission file.

posititv / negativ (limit of detection %)
at least 2

The result submission file should be sent by e-mail to:
pt@dla-lvu.de

the latest September 25" 2020

The evaluation report is expected to be completed 6 weeks after
deadline of result submission and sent as PDF file by e-mail.

Alexandra Scharf M.Sc.

* Control of mixture homogeneity and qualitative testings are carried out by DLA. Any testing of the content, homogeneity and stability
of PT parameters is subcontracted by DLA.
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6. Index of participant laboratories

Land / Country

Teilnehmer / Participant Oort / Town

[Die Adressdaten der Teilnehmer wurden filir die allgemeine Verdffentlichung des Auswerte-

Berichts nicht angegeben. ]

[The address data of the participants were deleted for publication of the evaluation

report.]
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7. Index of references

1. DIN EN ISO/IEC 17025:2005; Allgemeine Anforderungen an die Kompetenz von Prif- und
Kalibrierlaboratorien / General requirements for the competence of testing and ca-
libration laboratories

2. DIN EN ISO/IEC 17043:2010; Konformitdtsbewertung - Allgemeine Anforderungen an
Eignungsprifungen / Conformity assessment - General requirements for proficiency
testing

3. ISO 13528:2015 & DIN ISO 13528:2009; Statistische Verfahren fiir Eignungspriifungen
durch Ringversuche / Statistical methods for use in proficiency testing by inter-
laboratory comparisons

4. ASU §64 LFGB: Planung und statistische Auswertung von Ringversuchen zur Methoden-
validierung / DIN ISO 5725 series part 1, 2 and 6 Accuracy (trueness and precisi-
on) of measurement methods and results

5. Verordnung / Regulation 882/2004/EU; Verordnung uber iiber amtliche Kontrollen zur
Uberpriifung der Einhaltung des Lebensmittel- und Futtermittelrechts sowie der Be-
stimmungen {ber Tiergesundheit und Tierschutz / Regulation on official controls
performed to ensure the verification of compliance with feed and food law, animal
health and animal welfare rules

6. Evaluation of analytical methods used for regulation of food and drugs; W. Hor-
witz; Analytical Chemistry, 54, 67-76 (1982)

7. The International Harmonised Protocol for the Proficiency Testing of Ananlytical
Laboratories ; J.AOAC Int., 76(4), 926 — 940 (1993)

8. A Horwitz-like funktion describes precision in proficiency test; M. Thompson, P.J.
Lowthian; Analyst, 120, 271-272 (1995)

9. Protocol for the design, conduct and interpretation of method performance studies;
W. Horwitz; Pure & Applied Chemistry, 67, 331-343 (1995)

10.Recent trends in inter-laboratory precision at ppb and sub-ppb concentrations in
relation to fitness for purpose criteria in proficiency testing; M. Thompson; Ana-
lyst, 125, 385-386 (2000)

11.The International Harmonised Protocol for the Proficiency Testing of Analytical
Chemistry Laboratories; Pure Appl Chem, 78, 145 - 196 (2006)

12.AMC Kernel Density - Representing data distributions with kernel density estima-
tes, amc technical brief, Editor M Thompson, Analytical Methods Committee, AMCTB
No 4, Revised March 2006 and Excel Add-in Kernel.xla 1.0e by Royal Society of Che-
mistry

13.EURACHEM/CITAC Leitfaden, Ermittlung der Messunsicherheit bei analytischen Messun-
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